
                                              BamHI         PacI


                                              ~~~~~~      ~~~~~~~~~


                                                    SmaI


                                                   ~~~~~~~


                                                    XmaI


                                                   ~~~~~~~


                   HindIII        PstI              AvaI


                   ~~~~~~~       ~~~~~~            ~~~~~~~


                                                                     M  A  S   S  E  D   V  I  K  E   F  M  R ·

       1
GAACGCGGCC GCCAGCTGAA GCTTCGTACG CTGCAGGTCG ACGGATCCCC GGGTTAATTA ACATGGCCTC CTCCGAGGAC GTCATCAAGG AGTTCATGCG


CTTGCGCCGG CGGTCGACTT CGAAGCATGC GACGTCCAGC TGCCTAGGGG CCCAATTAAT TGTACCGGAG GAGGCTCCTG CAGTAGTTCC TCAAGTACGC


· F  K  V   R  M  E  G   S  V  N   G  H  E   F  E  I  E   G  E  G   E  G  R   P  Y  E  G   T  Q  T   A  K  L

     101
CTTCAAGGTG CGCATGGAGG GCTCCGTGAA CGGCCACGAG TTCGAGATCG AGGGCGAGGG CGAGGGCCGC CCCTACGAGG GCACCCAGAC CGCCAAGCTG


GAAGTTCCAC GCGTACCTCC CGAGGCACTT GCCGGTGCTC AAGCTCTAGC TCCCGCTCCC GCTCCCGGCG GGGATGCTCC CGTGGGTCTG GCGGTTCGAC


 K  V  T  K   G  G  P   L  P  F   A  W  D  I   L  S  P   Q  F  Q   Y  G  S  K   A  Y  V   K  H  P   A  D  I  P ·

     201
AAGGTGACCA AGGGCGGCCC CCTGCCCTTC GCCTGGGACA TCCTGTCCCC TCAGTTCCAG TACGGCTCCA AGGCCTACGT GAAGCACCCC GCCGACATCC


TTCCACTGGT TCCCGCCGGG GGACGGGAAG CGGACCCTGT AGGACAGGGG AGTCAAGGTC ATGCCGAGGT TCCGGATGCA CTTCGTGGGG CGGCTGTAGG


                          AvaI                                                                             PstI


                         ~~~~~~                                                                            ~~


·  D  Y  L   K  L  S   F  P  E  G   F  K  W   E  R  V   M  N  F  E   D  G  G   V  V  T   V  T  Q  D   S  S  L ·

     301
CCGACTACTT GAAGCTGTCC TTCCCCGAGG GCTTCAAGTG GGAGCGCGTG ATGAACTTCG AGGACGGCGG CGTGGTGACC GTGACCCAGG ACTCCTCCCT


GGCTGATGAA CTTCGACAGG AAGGGGCTCC CGAAGTTCAC CCTCGCGCAC TACTTGAAGC TCCTGCCGCC GCACCACTGG CACTGGGTCC TGAGGAGGGA


PstI                                                                                     NcoI


~~~~                                                                                    ~~~~~~


· Q  D  G   E  F  I  Y   K  V  K   L  R  G   T  N  F  P   S  D  G   P  V  M   Q  K  K  T   M  G  W   E  A  S

     401
GCAGGACGGC GAGTTCATCT ACAAGGTGAA GCTGCGCGGC ACCAACTTCC CCTCCGACGG CCCCGTAATG CAGAAGAAGA CCATGGGCTG GGAGGCCTCC


CGTCCTGCCG CTCAAGTAGA TGTTCCACTT CGACGCGCCG TGGTTGAAGG GGAGGCTGCC GGGGCATTAC GTCTTCTTCT GGTACCCGAC CCTCCGGAGG


                 AvaI


                ~~~~~~~


 T  E  R  M   Y  P  E   D  G  A   L  K  G  E   I  K  M   R  L  K   L  K  D  G   G  H  Y   D  A  E   V  K  T  T ·

     501
ACCGAGCGGA TGTACCCCGA GGACGGCGCC CTGAAGGGCG AGATCAAGAT GAGGCTGAAG CTGAAGGACG GCGGCCACTA CGACGCCGAG GTCAAGACCA


TGGCTCGCCT ACATGGGGCT CCTGCCGCGG GACTTCCCGC TCTAGTTCTA CTCCGACTTC GACTTCCTGC CGCCGGTGAT GCTGCGGCTC CAGTTCTGGT


·  Y  M  A   K  K  P   V  Q  L  P   G  A  Y   K  T  D   I  K  L  D   I  T  S   H  N  E   D  Y  T  I   V  E  Q ·

     601
CCTACATGGC CAAGAAGCCC GTGCAGCTGC CCGGCGCCTA CAAGACCGAC ATCAAGCTGG ACATCACCTC CCACAACGAG GACTACACCA TCGTGGAACA


GGATGTACCG GTTCTTCGGG CACGTCGACG GGCCGCGGAT GTTCTGGCTG TAGTTCGACC TGTAGTGGAG GGTGTTGCTC CTGATGTGGT AGCACCTTGT


                                              AscI


                                            ~~~~~~~~


· Y  E  R   A  E  G  R   H  S  T   G  A  *

     701
GTACGAGCGC GCCGAGGGCC GCCACTCCAC CGGCGCCTAA GGCGCGCCAC TTCTAAATAA GCGAATTTCT TATGATTTAT GATTTTTATT ATTAAATAAG


CATGCTCGCG CGGCTCCCGG CGGTGAGGTG GCCGCGGATT CCGCGCGGTG AAGATTTATT CGCTTAAAGA ATACTAAATA CTAAAAATAA TAATTTATTC

     801
TTATAAAAAA AATAAGTGTA TACAAATTTT AAAGTGACTC TTAGGTTTTA AAACGAAAAT TCTTATTCTT GAGTAACTCT TTCCTGTAGG TCAGGTTGCT


AATATTTTTT TTATTCACAT ATGTTTAAAA TTTCACTGAG AATCCAAAAT TTTGCTTTTA AGAATAAGAA CTCATTGAGA AAGGACATCC AGTCCAACGA

     901
TTCTCAGGTA TAGTATGAGG TCGCTCTTAT TGACCACACC TCTACCGGCA GATCCGCTAG GGATAACAGG GTAATATAGA TCTGTTTAGC TTGCCTCGTC


AAGAGTCCAT ATCATACTCC AGCGAGAATA ACTGGTGTGG AGATGGCCGT CTAGGCGATC CCTATTGTCC CATTATATCT AGACAAATCG AACGGAGCAG

    1001
CCCGCCGGGT CACCCGGCCA GCGACATGGA GGCCCAGAAT ACCCTCCTTG ACAGTCTTGA CGTGCGCAGC TCAGGGGCAT GATGTGACTG TCGCCCGTAC


GGGCGGCCCA GTGGGCCGGT CGCTGTACCT CCGGGTCTTA TGGGAGGAAC TGTCAGAACT GCACGCGTCG AGTCCCCGTA CTACACTGAC AGCGGGCATG


                                                                                                PstI


                                                                                               ~~~~~~~

    1101
ATTTAGCCCA TACATCCCCA TGTATAATCA TTTGCATCCA TACATTTTGA TGGCCGCACG GCGCGAAGCA AAAATTACGG CTCCTCGCTG CAGACCTGCG


TAAATCGGGT ATGTAGGGGT ACATATTAGT AAACGTAGGT ATGTAAAACT ACCGGCGTGC CGCGCTTCGT TTTTAATGCC GAGGAGCGAC GTCTGGACGC

    1201
AGCAGGGAAA CGCTCCCCTC ACAGACGCGT TGAATTGTCC CCACGCCGCG CCCCTGTAGA GAAATATAAA AGGTTAGGAT TTGCCACTGA GGTTCTTCTT


TCGTCCCTTT GCGAGGGGAG TGTCTGCGCA ACTTAACAGG GGTGCGGCGC GGGGACATCT CTTTATATTT TCCAATCCTA AACGGTGACT CCAAGAAGAA


                                                                       NcoI


                                                                      ~~~~~~~

    1301
TCATATACTT CCTTTTAAAA TCTTGCTAGG ATACAGTTCT CACATCACAT CCGAACATAA ACAACCATGG GTAAGGAAAA GACTCACGTT TCGAGGCCGC


AGTATATGAA GGAAAATTTT AGAACGATCC TATGTCAAGA GTGTAGTGTA GGCTTGTATT TGTTGGTACC CATTCCTTTT CTGAGTGCAA AGCTCCGGCG


                                                                                          ClaI


                                                                                         ~~~~~~

    1401
GATTAAATTC CAACATGGAT GCTGATTTAT ATGGGTATAA ATGGGCTCGC GATAATGTCG GGCAATCAGG TGCGACAATC TATCGATTGT ATGGGAAGCC


CTAATTTAAG GTTGTACCTA CGACTAAATA TACCCATATT TACCCGAGCG CTATTACAGC CCGTTAGTCC ACGCTGTTAG ATAGCTAACA TACCCTTCGG

    1501
CGATGCGCCA GAGTTGTTTC TGAAACATGG CAAAGGTAGC GTTGCCAATG ATGTTACAGA TGAGATGGTC AGACTAAACT GGCTGACGGA ATTTATGCCT


GCTACGCGGT CTCAACAAAG ACTTTGTACC GTTTCCATCG CAACGGTTAC TACAATGTCT ACTCTACCAG TCTGATTTGA CCGACTGCCT TAAATACGGA

    1601
CTTCCGACCA TCAAGCATTT TATCCGTACT CCTGATGATG CATGGTTACT CACCACTGCG ATCCCCGGCA AAACAGCATT CCAGGTATTA GAAGAATATC


GAAGGCTGGT AGTTCGTAAA ATAGGCATGA GGACTACTAC GTACCAATGA GTGGTGACGC TAGGGGCCGT TTTGTCGTAA GGTCCATAAT CTTCTTATAG

    1701
CTGATTCAGG TGAAAATATT GTTGATGCGC TGGCAGTGTT CCTGCGCCGG TTGCATTCGA TTCCTGTTTG TAATTGTCCT TTTAACAGCG ATCGCGTATT


GACTAAGTCC ACTTTTATAA CAACTACGCG ACCGTCACAA GGACGCGGCC AACGTAAGCT AAGGACAAAC ATTAACAGGA AAATTGTCGC TAGCGCATAA

    1801
TCGTCTCGCT CAGGCGCAAT CACGAATGAA TAACGGTTTG GTTGATGCGA GTGATTTTGA TGACGAGCGT AATGGCTGGC CTGTTGAACA AGTCTGGAAA


AGCAGAGCGA GTCCGCGTTA GTGCTTACTT ATTGCCAAAC CAACTACGCT CACTAAAACT ACTGCTCGCA TTACCGACCG GACAACTTGT TCAGACCTTT


         HindIII


         ~~~~~~~

    1901
GAAATGCATA AGCTTTTGCC ATTCTCACCG GATTCAGTCG TCACTCATGG TGATTTCTCA CTTGATAACC TTATTTTTGA CGAGGGGAAA TTAATAGGTT


CTTTACGTAT TCGAAAACGG TAAGAGTGGC CTAAGTCAGC AGTGAGTACC ACTAAAGAGT GAACTATTGG AATAAAAACT GCTCCCCTTT AATTATCCAA

    2001
GTATTGATGT TGGACGAGTC GGAATCGCAG ACCGATACCA GGATCTTGCC ATCCTATGGA ACTGCCTCGG TGAGTTTTCT CCTTCATTAC AGAAACGGCT


CATAACTACA ACCTGCTCAG CCTTAGCGTC TGGCTATGGT CCTAGAACGG TAGGATACCT TGACGGAGCC ACTCAAAAGA GGAAGTAATG TCTTTGCCGA

    2101
TTTTCAAAAA TATGGTATTG ATAATCCTGA TATGAATAAA TTGCAGTTTC ATTTGATGCT CGATGAGTTT TTCTAATCAG TACTGACAAT AAAAAGATTC


AAAAGTTTTT ATACCATAAC TATTAGGACT ATACTTATTT AACGTCAAAG TAAACTACGA GCTACTCAAA AAGATTAGTC ATGACTGTTA TTTTTCTAAG

    2201
TTGTTTTCAA GAACTTGTCA TTTGTATAGT TTTTTTATAT TGTAGTTGTT CTATTTTAAT CAAATGTTAG CGTGATTTAT ATTTTTTTTC GCCTCGACAT


AACAAAAGTT CTTGAACAGT AAACATATCA AAAAAATATA ACATCAACAA GATAAAATTA GTTTACAATC GCACTAAATA TAAAAAAAAG CGGAGCTGTA

    2301
CATCTGCCCA GATGCGAAGT TAAGTGCGCA GAAAGTAATA TCATGCGTCA ATCGTATGTG AATGCTGGTC GCTATACTGC TGTCGATTCG ATACTAACGC


GTAGACGGGT CTACGCTTCA ATTCACGCGT CTTTCATTAT AGTACGCAGT TAGCATACAC TTACGACCAG CGATATGACG ACAGCTAAGC TATGATTGCG


                         EcoRI


                         ~~~~~~


                                ClaI


                               ~~~~~~~

    2401
CGCCATCCAG TTTAAACGAG CTCGAATTCA TCGATGATAT CAGATCCACT AGTGGCCTAT GCGGCCGCGG ATCTGCCGGT CTCCCTATAG TGAGTCGTAT


GCGGTAGGTC AAATTTGCTC GAGCTTAAGT AGCTACTATA GTCTAGGTGA TCACCGGATA CGCCGGCGCC TAGACGGCCA GAGGGATATC ACTCAGCATA

    2501
TAATTTCGAT AAGCCAGGTT AACCTGCATT AATGAATCGG CCAACGCGCG GGGAGAGGCG GTTTGCGTAT TGGGCGCTCT TCCGCTTCCT CGCTCACTGA


ATTAAAGCTA TTCGGTCCAA TTGGACGTAA TTACTTAGCC GGTTGCGCGC CCCTCTCCGC CAAACGCATA ACCCGCGAGA AGGCGAAGGA GCGAGTGACT

    2601
CTCGCTGCGC TCGGTCGTTC GGCTGCGGCG AGCGGTATCA GCTCACTCAA AGGCGGTAAT ACGGTTATCC ACAGAATCAG GGGATAACGC AGGAAAGAAC


GAGCGACGCG AGCCAGCAAG CCGACGCCGC TCGCCATAGT CGAGTGAGTT TCCGCCATTA TGCCAATAGG TGTCTTAGTC CCCTATTGCG TCCTTTCTTG

    2701
ATGTGAGCAA AAGGCCAGCA AAAGGCCAGG AACCGTAAAA AGGCCGCGTT GCTGGCGTTT TTCCATAGGC TCCGCCCCCC TGACGAGCAT CACAAAAATC


TACACTCGTT TTCCGGTCGT TTTCCGGTCC TTGGCATTTT TCCGGCGCAA CGACCGCAAA AAGGTATCCG AGGCGGGGGG ACTGCTCGTA GTGTTTTTAG

    2801
GACGCTCAAG TCAGAGGTGG CGAAACCCGA CAGGACTATA AAGATACCAG GCGTTTCCCC CTGGAAGCTC CCTCGTGCGC TCTCCTGTTC CGACCCTGCC


CTGCGAGTTC AGTCTCCACC GCTTTGGGCT GTCCTGATAT TTCTATGGTC CGCAAAGGGG GACCTTCGAG GGAGCACGCG AGAGGACAAG GCTGGGACGG

    2901
GCTTACCGGA TACCTGTCCG CCTTTCTCCC TTCGGGAAGC GTGGCGCTTT CTCAATGCTC ACGCTGTAGG TATCTCAGTT CGGTGTAGGT CGTTCGCTCC


CGAATGGCCT ATGGACAGGC GGAAAGAGGG AAGCCCTTCG CACCGCGAAA GAGTTACGAG TGCGACATCC ATAGAGTCAA GCCACATCCA GCAAGCGAGG


             ApaLI


             ~~~~~~

    3001
AAGCTGGGCT GTGTGCACGA ACCCCCCGTT CAGCCCGACC GCTGCGCCTT ATCCGGTAAC TATCGTCTTG AGTCCAACCC GGTAAGACAC GACTTATCGC


TTCGACCCGA CACACGTGCT TGGGGGGCAA GTCGGGCTGG CGACGCGGAA TAGGCCATTG ATAGCAGAAC TCAGGTTGGG CCATTCTGTG CTGAATAGCG

    3101
CACTGGCAGC AGCCACTGGT AACAGGATTA GCAGAGCGAG GTATGTAGGC GGTGCTACAG AGTTCTTGAA GTGGTGGCCT AACTACGGCT ACACTAGAAG


GTGACCGTCG TCGGTGACCA TTGTCCTAAT CGTCTCGCTC CATACATCCG CCACGATGTC TCAAGAACTT CACCACCGGA TTGATGCCGA TGTGATCTTC

    3201
GACAGTATTT GGTATCTGCG CTCTGCTGAA GCCAGTTACC TTCGGAAAAA GAGTTGGTAG CTCTTGATCC GGCAAACAAA CCACCGCTGG TAGCGGTGGT


CTGTCATAAA CCATAGACGC GAGACGACTT CGGTCAATGG AAGCCTTTTT CTCAACCATC GAGAACTAGG CCGTTTGTTT GGTGGCGACC ATCGCCACCA

    3301
TTTTTTGTTT GCAAGCAGCA GATTACGCGC AGAAAAAAAG GATCTCAAGA AGATCCTTTG ATCTTTTCTA CGGGGTCTGA CGCTCAGTGG AACGAAAACT


AAAAAACAAA CGTTCGTCGT CTAATGCGCG TCTTTTTTTC CTAGAGTTCT TCTAGGAAAC TAGAAAAGAT GCCCCAGACT GCGAGTCACC TTGCTTTTGA

    3401
CACGTTAAGG GATTTTGGTC ATGAGATTAT CAAAAAGGAT CTTCACCTAG ATCCTTTTAA ATTAAAAATG AAGTTTTAAA TCAATCTAAA GTATATATGA


GTGCAATTCC CTAAAACCAG TACTCTAATA GTTTTTCCTA GAAGTGGATC TAGGAAAATT TAATTTTTAC TTCAAAATTT AGTTAGATTT CATATATACT

    3501
GTAAACTTGG TCTGACAGTT ACCAATGCTT AATCAGTGAG GCACCTATCT CAGCGATCTG TCTATTTCGT TCATCCATAG TTGCCTGACT CCCCGTCGTG


CATTTGAACC AGACTGTCAA TGGTTACGAA TTAGTCACTC CGTGGATAGA GTCGCTAGAC AGATAAAGCA AGTAGGTATC AACGGACTGA GGGGCAGCAC

    3601
TAGATAACTA CGATACGGGA GGGCTTACCA TCTGGCCCCA GTGCTGCAAT GATACCGCGA GACCCACGCT CACCGGCTCC AGATTTATCA GCAATAAACC


ATCTATTGAT GCTATGCCCT CCCGAATGGT AGACCGGGGT CACGACGTTA CTATGGCGCT CTGGGTGCGA GTGGCCGAGG TCTAAATAGT CGTTATTTGG

    3701
AGCCAGCCGG AAGGGCCGAG CGCAGAAGTG GTCCTGCAAC TTTATCCGCC TCCATCCAGT CTATTAATTG TTGCCGGGAA GCTAGAGTAA GTAGTTCGCC


TCGGTCGGCC TTCCCGGCTC GCGTCTTCAC CAGGACGTTG AAATAGGCGG AGGTAGGTCA GATAATTAAC AACGGCCCTT CGATCTCATT CATCAAGCGG

    3801
AGTTAATAGT TTGCGCAACG TTGTTGCCAT TGCTACAGGC ATCGTGGTGT CACGCTCGTC GTTTGGTATG GCTTCATTCA GCTCCGGTTC CCAACGATCA


TCAATTATCA AACGCGTTGC AACAACGGTA ACGATGTCCG TAGCACCACA GTGCGAGCAG CAAACCATAC CGAAGTAAGT CGAGGCCAAG GGTTGCTAGT

    3901
AGGCGAGTTA CATGATCCCC CATGTTGTGC AAAAAAGCGG TTAGCTCCTT CGGTCCTCCG ATCGTTGTCA GAAGTAAGTT GGCCGCAGTG TTATCACTCA


TCCGCTCAAT GTACTAGGGG GTACAACACG TTTTTTCGCC AATCGAGGAA GCCAGGAGGC TAGCAACAGT CTTCATTCAA CCGGCGTCAC AATAGTGAGT

    4001
TGGTTATGGC AGCACTGCAT AATTCTCTTA CTGTCATGCC ATCCGTAAGA TGCTTTTCTG TGACTGGTGA GTACTCAACC AAGTCATTCT GAGAATAGTG


ACCAATACCG TCGTGACGTA TTAAGAGAAT GACAGTACGG TAGGCATTCT ACGAAAAGAC ACTGACCACT CATGAGTTGG TTCAGTAAGA CTCTTATCAC

    4101
TATGCGGCGA CCGAGTTGCT CTTGCCCGGC GTCAATACGG GATAATACCG CGCCACATAG CAGAACTTTA AAAGTGCTCA TCATTGGAAA ACGTTCTTCG


ATACGCCGCT GGCTCAACGA GAACGGGCCG CAGTTATGCC CTATTATGGC GCGGTGTATC GTCTTGAAAT TTTCACGAGT AGTAACCTTT TGCAAGAAGC


                                                               ApaLI


                                                               ~~~~~~~

    4201
GGGCGAAAAC TCTCAAGGAT CTTACCGCTG TTGAGATCCA GTTCGATGTA ACCCACTCGT GCACCCAACT GATCTTCAGC ATCTTTTACT TTCACCAGCG


CCCGCTTTTG AGAGTTCCTA GAATGGCGAC AACTCTAGGT CAAGCTACAT TGGGTGAGCA CGTGGGTTGA CTAGAAGTCG TAGAAAATGA AAGTGGTCGC

    4301
TTTCTGGGTG AGCAAAAACA GGAAGGCAAA ATGCCGCAAA AAAGGGAATA AGGGCGACAC GGAAATGTTG AATACTCATA CTCTTCCTTT TTCAATATTA


AAAGACCCAC TCGTTTTTGT CCTTCCGTTT TACGGCGTTT TTTCCCTTAT TCCCGCTGTG CCTTTACAAC TTATGAGTAT GAGAAGGAAA AAGTTATAAT

    4401
TTGAAGCATT TATCAGGGTT ATTGTCTCAT GAGCGGATAC ATATTTGAAT GTATTTAGAA AAATAAACAA ATAGGGGTTC CGCGCACATT TCCCCGAAAA


AACTTCGTAA ATAGTCCCAA TAACAGAGTA CTCGCCTATG TATAAACTTA CATAAATCTT TTTATTTGTT TATCCCCAAG GCGCGTGTAA AGGGGCTTTT

    4501
GTGCCACCTG ACGTCTAAGA AACCATTATT ATCATGACAT TAACCTATAA AAATAGGCGT ATCACGAGGC CCTTTCGTCT CGCGCGTTTC GGTGATGACG


CACGGTGGAC TGCAGATTCT TTGGTAATAA TAGTACTGTA ATTGGATATT TTTATCCGCA TAGTGCTCCG GGAAAGCAGA GCGCGCAAAG CCACTACTGC

    4601
GTGAAAACCT CTGACACATG CAGCTCCCGG AGACGGTCAC AGCTTGTCTG TAAGCGGATG CCGGGAGCAG ACAAGCCCGT CAGGGCGCGT CAGCGGGTGT


CACTTTTGGA GACTGTGTAC GTCGAGGGCC TCTGCCAGTG TCGAACAGAC ATTCGCCTAC GGCCCTCGTC TGTTCGGGCA GTCCCGCGCA GTCGCCCACA


                                                            ApaLI


                                                            ~~~~~~~

    4701
TGGCGGGTGT CGGGGCTGGC TTAACTATGC GGCATCAGAG CAGATTGTAC TGAGAGTGCA CCATATGGAC ATATTGTCGT TAGAACGCGG CTACAATTAA


ACCGCCCACA GCCCCGACCG AATTGATACG CCGTAGTCTC GTCTAACATG ACTCTCACGT GGTATACCTG TATAACAGCA ATCTTGCGCC GATGTTAATT

    4801
TACATAACCT TATGTATCAT ACACATACGA TTTAGGTGAC ACTATA


ATGTATTGGA ATACATAGTA TGTGTATGCT AAATCCACTG TGATAT

